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             Map Generated by DNADynamo - www.bluetractorsoftware.co.uk

pCIG3 N 11090bp

pCIG3 construction described in Bock et al 2000 J Virol 
74:7422-7430.Sal1 site divides N tropic AKV 3' and moloney 
MLV 5'. Can select for stable expression in blasticidin. 
pCIG3 B identical except for changes in gag but restriction 
map the same. Sequenceamino acid CA110 to differentiate 
between N and B.


