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Why Is Typing Crucial Clinically? 
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Phenotypic info:
• Organism identification
• Antibiogram
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What Difference Could Improved Typing Make?



Whole Genome Sequencing of Mycobacterium abscessus isolated in CF 
patients

Infection and inflammation

Mycobacterium abscessus

10% CF patients 

Increased rate of lung 
function decline

Lung Tx contraindicated at some 
centres for CF patients with MA 

Lung damage

Lung transplantation

Most common life-shortening 
genetic disease in caucasians

1 in 2,500 babies born with 
CF in UK
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cluster I 

Eleven CF patients with Mycobacterium abscess infection have undergone 
lung transplantation at GOSH

Good Tx outcome

Poor Tx outcome
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