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Project overview and objectives o

B If an area of biology has been under-
represented in GO, then during gene product
annotation curators sometimes identify a lack

The goal of this project, funded by Alzheimer’s Research UK (ARUK), is to use Gene Ontology
(GO, geneontology.org) to annotate biological roles of proteins interacting with amyloid-beta and/or

Tq-_

tau. GO annotations comprise a major resource used for analyses of findings from high-throughput Gene Ontology (GO) of suitable GO terms. In order to ensure high
(HTP) experiments, such as transcriptomic, proteomic and genome wide association (GWA) studies. curation accuracy and precision of GO annotations, this
Annotations of proteins implicated in neurological disorders were previously underrepresented in GO, Is addressed by expanding relevant branches
which posed a significant obstacle to interpretation of HTP datasets in the field of dementia research, of GO and adding more descriptive GO terms.

Gene product GO The resulting new GO terms can be accessed
annotation

using GO development in GO browsers ( ;@r %g and .Amleoz and
they can be used for annotation and analysis

Gene Ontology: a dictionary for biology by any curator and/or researcher.

What is an ontology?

hence our aim to bridge this gap.
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