	Amplicon
	Primers
	Primer sequences (5’-3’)
	Ta 

/ ºC 
	MgCl2
(mM)
	dNTPs

(mM)
	Sequence accession nos.

	mtDNA

barcode
	Lep3.1f *
Lep3.1r *
	TCTACAAATCATAAAGATATTGGAACATT

AAATTTTAATTCCTGTTGGTACAGC

	55
	2.3
	0.2
	AM709821-AM709831

	mtDNA

CoI
	Jerry a
Patlep *
	CAACATTTATTTTGATTTTTTGG

TCCATTACATATAATCTGCCATATTA

	57
	2.3
	0.2
	”

	mtDNA

CoII
	Georgehel *
Evahel *
	TAGGRTTAGCYGGAATACC

GAGACCAKTACTTGCTTTCAGTCATCT

	58
	2.3
	0.2
	”

	Mpi b
	mpi-F

mpi-R
	TTTAAGGTGCTCTATATAAGRAARGC

TTCTGGTTTGTGATTTGGATCYTTRTA

	56
	2.5
	0.8
	AM709814-AM709820

	Tpi b
	tpi-F

tpi-R
	GGTCACTCTGAAAGGAGAACCATCTT

CACAACATTTGCCCAGTTGTTGCCAA

	56
	3.5
	0.4
	AM709804-AM709813

	Tektin c
	tek4

tekb
	TCATRTCTTGASWGCCTTTG

CAGGMCAYATMGAYTGGA

	57
	2.75
	0.68
	AM709679-AM709690

	Rpl5 d
	Rpl5-F44

Rpl5-R441
	TCCGACTTTCAAACAAGGATG

CATATCCTGGGAATCTCTTGATG

	55
	2.3
	0.2
	AM709797-AM709803

	Inv
	inv-F *
inv-R *
	TTTTCTGGCCCTCAACTAGC

TTTTCTGCGAATTCATGCTG
	55
	2.3
	0.2
	AM709832-AM709838


Table S1.
PCR conditions for the amplicons used in this study. All reactions were carried out in 10µl volumes using 10×buffer (Sigma), 0.5µM each of forward and reverse primers and 0.25U Taq polymerase (Sigma). PCR cycling conditions were: initial denaturing at 94ºC for 2 minutes; followed by 35 cycles of 94ºC for 45s, annealing temperature (Ta) for 45s, 72ºC for 60s; final extension at 72ºC for 5 minutes.

* These primers were developed for this study

a (Simon et al. 1994); b (Beltrán et al. 2002); c (Whinnett et al. 2005); d (Mallarino et al. 2005)
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