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"Understanding the Genome"
was one ofClive Cookson's
choices in "Science's 10 Hottest
Fields"(Science special, June 25/26).
Progress in medical advances since
the publication ofthe Human
Genome Project has been slower
than expected, and Cookson
attributes this to the fact that the
genome has turned out to be far
more complicated than scientists
envisaged in the late-20th century.
However, the complexity ofthe
genome was known to classical
geneticists long before the advent
ofthe Human Genome Project.
By the 1970S it was known from
family studies that there is a
genetic predisposition for babies
being born with cleft lips. But a
problem arose when so-called
"identical" twins were examined.
Such twins originate from the
splitting ofa single fertilised egg,
and hence both twins have the
same genes. But it was found that
ifone twin had a cleft lip, the
other twin was often unaffected.
So why do the same genes give rise
to a cleft lip in one twin but not in
the other?
In 1942 an English translation of
a Danish book on the inheritance of
cleft lip and cleft palate was
published. The author showed that
in spite ofthe evidence for
inheritance offacial clefts, most
clefts are unilateral, and there are
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more clefts on the left side than on
the right. Evidently, the same
genes can have different effects
according to the side ofthe face on
which they find themselves.
These facts may not be popular
today, but there can be no doubt
that they need to be addressed, and
their causes analysed, before the
aim ofunderstanding the genome
can become a reality.
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